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The diagnosis of neurodegenerative disorders such as Parkinson or Alzheimer disease 
relies on the recognition of clinical symptoms appearing in a late stage of pathogenesis. 
Our joint efforts aim at the identification of specific molecular markers allowing an 
unambiguous and early diagnosis based on a simple blood test. 
 
Following the hypothesis that autoimmune reactions play a crucial role in the development 
and progression of many, if not all neurodegenerative disorders, we have developed a 
proteinarray-based screening strategy for the discovery of disorder specific protein-
autoantigenes. It takes into account the enormous complexity and variability of both, the 
target disorders as well as the individual autoantibody repertoires. If successful, these 
proteins will be used for the detection of disorder-specific autoantibodies in human blood 
samples.    
 
The strategy will be described and important aspects of it discussed, especially the 
collection of relevant clinical and patient data, blood samples, their preparation, biobanking 
as well as the following analyses, bioinformatics and validation work. 


